Fig. S1
Sequence alignment of p24 homologs in P. oxalicum 114-2 and S.cerevisiae.
The same amino acid residues are shaded.
Fig. S2
SDS-PAGE analysis of intracellular proteins of p24 deletion strains grown in liquid media containing 2% Avicel, MM and 0.5% urea.
M: protein marker; 1: parent strain; 2: P. oxalicum 114-2 pPDE_03657 P. oxalicum 114-2 erpp; 4: P. oxalicum 114-2 pPDE_00613; 5: parent strain; 6: P. oxalicum 114-2 PDE_00613PDE_03657; 7: P. oxalicum 114-2 erpPDE_03657; 8: P. oxalicum 114-2 erpPDE_00613. 
Table S1
Proteins were significantly increased or decreased in erpp strain.
* were predicted as GPI-anchor proteins Table S2 P. oxalicum strains that were used in this study.
S1
Protein accession numbers in the phylogenetic tree in Fig. 1a .
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